YY1 is a ubiquitously distributed transcription factor belonging to the GLI-Kr/ippel class of zinc finger proteins. The YY1 cDNA was independently cloned in four different laboratories from human Park and Atchison 1991) and mouse (Hariharan et al. 1991; Flanagan et al. 1992) tissues. Analysis of these cDNAs revealed that YY1 is highly conserved, showing 98.6% identity between the human and the mouse (Hariharan et al. 1991) . Functionally, YY1 is an extremely versatile factor. It has been shown to be a negative regulator in some systems Park and Atchison 1991; Lee et al. 1992; Bauknecht et al. 1992; Gumucio et al. 1992; Gualberto et al. 1992) , and a positive regulator in others (Riggs et al. 1991; Hariharan et al. 1991) . In some systems, the function of YYI as an activator or a repressor is specified by the presence of other proteins . Finally, YY1 also binds to initiator elements and directs accurate basal transcription in vitro .
Previous studies had suggested the presence of a single Yyl gene in the murine genome (Hariharan et al. 1991) .
The cloning and characterization of this gene was recently described (Sfifrfiny and Perry 1993) . In this report, we utilized an interspecific backcross provided by The Jack- 
)-D12Mit5-(lO + 4)-Yyl-(7 + 3)-Igh-C (Fig. lb).
Considering the ubiquitous expression of the YY1 protein and its apparent functional diversity, the exact phenotype of a YY l mutant would be difficult to predict, and pleotropic effects might be expected. Within the most likely interval for Yyl localization (D'Eustachio 1993), only one uncharacterized murine mutation, twitcher (twi), has been described. Biochemical and phenotypical evidence suggests that the product of the twi locus may be a secreted product (Yeager et al. 1984) , possibly a galactosylceramidase (Kobayashi et al. 1980) . It thus seems unlikely that YY1 is the product of the twi locus.
The region to which Yyl maps is part of an extensive linkage group (35 cM) containing 17 genes whose homologs map to human Chr 14q (D'Eustachio 1991 (D'Eustachio , 1992 (D'Eustachio , 1993 . To confirm the localization of YY1 on human Chr 14, we used the same probe to hybridize HindIII-digested genomic DNA isolated from a panel of human-mouse and human-hamster somatic cell lines. Five hybridizing bands of 19, 6.5, 6, 3.5, and 2.5 kb were detected in human DNA. Of these, the 19-, 3.5-, and 2.5-kb bands were clearly localized on human Chr 14 (Fig. 2) . These fragments probably represent the human homolog of the Yyl gene on murine Chr 12. If so, this confirms the predicted localization based on mouse-human chromosome homology. However, the definitive localization of the human YY1 gene cannot yet be determined. The strongly hybridizing 6,5-kb band was detected on human Chr 10. While this fragment may represent a duplicated YY1 gene or a YY1 pseudogene, the confirmation of this must await the cloning and characterization of the human YY 1 gene. Finally, the more weakly hybridizing 6-kb band could not be mapped un-a m b i g u o u s l y b e c a u s e it c o -m i g r a t e d w i t h a r e s t r i c t i o n fragm e n t f r o m h a m s t e r D N A , T h e s e d a t a t h u s s u g g e s t that t h e h u m a n g e n o m e m a y c o n t a i n a d d i t i o n a l Y Y 1 g e n e s o r p s e u d o g e n e s . oratory for the genomic DNA from the (C57BL/6J 
